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Step 1: BX25uL Beads (HiBk) . 100pLAI#R/EREM Sample DiluentBREEHI100uLEEALLEMAEI K RIHE (Cuvette, Quanterix) HHITRAHEICT
B R Ri20 cadences (45 seconds/cadence), #]15:00min; HABHEE ERRRIMAESHAPWIREER , RNLERFEM system wash buffer1 H#H{TiERE
PRAREEHIR ;

Step 2: BNA100pL Detector (#&MIR) , REHEIOCH EREL7 cadences (45 seconds/cadence) , £5:15min, HAEIAMASHEAHHFREEBRRN
MRLREEEY,RELEREER system wash buffer | FHITEREMRREAHNYR ;

Step 3: FEEMA100pL SBGRASIFHEI0CH BRI cadences (45 seconds/cadence) , #15:15min, RMNZERE1EM system wash buffer2#H{TERRIRKRLEE
AR, MR, HEk-RREEYFEH0ULIRKRY) (RGP) FENEEEMARIENFE (Disc, Quanterix) FHHFLIETIFR, HHREESWIES WK
FENBRUAERPHONILY, ZESANZHTYH (Sealing 0il, Quanterix) FFMFALHHEERBZENMILPAOMBTE, MEFIRRKIEKRGIABENZEERREA
E5RE; RUXBRERSNFEBNSIMTEFMNERPNREERRRE ;
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