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Boad Stock 20 28C BRI, &R i S—
Bead Di luent 1R 2-8°C THERFHRRR LEI- 1000 ¢ ﬁ
Detector Stock 131 2-8°C EVRURENIRE, EE&
Detector Diluent 1R 2-8°C WM HRR
SBG Stock 147 2-8C WEFERE, EER
SBG Di luent 138 2-8°C HEFMREHRER 100 I T
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Step 1: BU25uL Beads (FH¥K) . 104uLEUFRERBETIFN /hFLIZHEM Sample Di luent HFEEHI104uLAFARIKEE MAR| K NMHE (Cuvette, Quanterix) HHITREHTE30C
T9¥¥BRR20 cadences (45 seconds/cadence), £715:00min; HAEHEE ERIBRMBAEAHERPIREER , RESERGEM system wash buffer 1 ITERERARLE SR

B

Step 2: HINA100uL Detector (R&Mintk) , REIFHEIOCHEERIL7 cadences (45 seconds/cadence) , #15:15min, HAEMASHATHHREEEEANRFLEREEY,

RE4REE system wash buffer 1 BTEREMRKREESHME ;

Step 3: BEEEMA100uL SBERS)H IO CHEERRL7 cadences (45 seconds/cadence) , #]5:15min, RNZERE{EM system wash buffer2 I T/EREMRREANMR, ME, #H
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http://www.igeneseq.com/uploads/allimg/20221009/1-221009121104603.pdf
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